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(Platanthera leucophaea) Is a federally
threatened orchid native to midwestern wet
prairies. Once a widespread species, It has
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Fig. 3. Host plant surveys

« Genetic analysis: We did PCR analyses following standard protocol using 8
BRI EER R e ahTange SESDA Plants Database pairs of microsatellite primers on our extracted DNA. To genotype each
Individual, we used the Beckman Coulter CEQ 800 Genetic Analysis System.
Data was analyzed using GenAlEx and Structure.

Pollinator limitation may be a cause
of increased inbreeding, which can
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hawkmoth. No range-wide genetic
studies have been conducted on this
species, hence a more

Fig. 8. P. leucophaea restoration
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